One hundred nineteen species of Bacillus were isolated from five heavily contaminated liquid antacids and their constituent chemicals. The 66 different reaction profiles obtained were expressed in probability figures and stored in a computer. A total of 13 Bacillus species were identified, with B. coagulans, B. licheniformis, B. subtilis, and B. polymyxa present at particularly high frequencies. The potential advantage of using a computer in the identification of aerobic sporeformers is demonstrated.
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Liquid antacids are occasionally heavily contaminated with microorganisms (1, 5, (8) (9) (10) ; members of the genus Bacillus are frequently found in association with this contamination. This report is concerned with the use of a recently described computer-assisted probability method (13) encountered; this reflects their widespread occurrence in nature. The finding of several other less well-known species had not been anticipated, because studies of a similar nature had not been available for comparison. B. cereus, found in five of the liquid antacids, should perhaps be regarded as undesirable since it is a potential pathogen (11, 12) .
B. laterosporus was identified, with a normalized probability of 1, from an antacid liquid which had been prepared in a chemist's laboratory. B. badius was isolated from one batch of aluminum magnesium silicate with a normalized probability of <1 because of the assimilation of mannose. The probability figure for this reaction is 0.6 for B. badius; but for the strain in our study the reaction was negative. B. brevis was isolated from nine of the samples, among which seven had a normalized probability of <1; this was because of the assimilation of some sugars with a probability of 0.3 or 0.6, but which we found to be negative. The recognition of elliptical spores (7) assisted in the identification of B. brevis. B. sphaericus was isolated from six specimens; the identification of this species was greatly assisted by the computer method, as many of the organisms that cluster around B. sphaericus are the most numerous representatives of round-spore species (6, 7). B. pumilus was found in six samples with a normalized probability of 1. B. pantothenticus was isolated on nine occasions, eight times with a normalized probability of <1 due to growth under anaerobic conditions and assimilation of galactose with a probability of 0.7 each (negative in our study); a reliable identification of B. pantothenticus required growth tests in broth containing 10% (wt/ wt) NaCl (6). B. macerans was isolated from two liquid antacids and from eight liquid antacid constituents. We found the computer-assisted probability (Table 4) . None of the 24 biochemical reactions used was found to be distinctive enough for differentiation of those species without the assistance of additional tests.
Despite room for improvement, the computerassisted probability technique used here is able to supply a unique profile for each Bacillus species. The ease and relatively low cost of the technique make it a valuable aid for epidemiological studies of microorganisms in the pharmaceutical and medical fields.
